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Ap. Xprotog Mnaakog
EvtetaApévog epeuvnTiAg otn Mevetikn BeAtiwon @uAAoBOAwv Aévépwv

O Xpnoto¢ Mmnoalakog eivat mruxouxo¢ tng lewmovikng 2xoAng (Topéag
ONMwpPOKNMEUTIKWY Kot AuTiéAou), tou AplototeAleiou MNavemiotnuiov OecoaAovikng
(A.N.0.) (2005). ZTIC HETAMTUXLAKESG OTIOUSEG TOU, 0 XPHOTOC, EUMAOUTLOE TLG YVWOELG
TOU OTNV YEVETIKN Kol Hoplokn Bloloyia dputwv oAokAnpwvoviag EMITUXWG TO
UETATTUXLAKO TIPOYPOUMO TOU TUAUATOG MEVETIKNAG Kot BlotexvoAoyiag Qutwv tou
MeooyelakoU Aypovopikou lvotitoutou Xaviwv (M.A.I.X.) (2007), 6mou Kal cuvéxLoe
yla TNV amoktnon tou S18aKTtopLlkol Tou SUMAWATOC.

Ztnv &tdaktopikn tou SlatpiPn), He Titho «MeAETn HeEYAANG KALLAKOG TNG YOVISLAKAG
ékdpaong tng eAds (Olea europaea L.) oe ouvBnkeg katanovnong pe NaCl» cuvbuaoe
NV avaAluon HikpoouoTtolyiag (microarray) kat tnv aAAnAouxion HeEYAANnG KALpLaKag
(high-throughput sequencing) yia tn HEAETN TNC LOPLAKNC BAONG TNG AVOEKTIKOTNTOG
™G €ALAC 0TNV aAaTOTNTA ETUAEYOVTACG YEVOTUTIOUC/TIOWKIAEG pE SladopeTiko Babuod
avBektikotnTac. O Xpriotog Mmaldkog anéktnoe to SLOAKTOPLKO ToU SimAwpa armo t
l'ewmovikn 2xoAn tou AplototeAeiou Mavemotnuiov Osooalovikng (A.M.0.) (2012).
2N LETaSIOAKTOPLKN TOU £pguva oTo TUNpa tou Dr. Olivier Loudet oto Institute Jean-
Pierre Bourgin (IJPB) tou INRA otig BepoaAAieg MaAAiag (2012-2016), emikevtpwOnKe
OTNV VYEVETIKA avaAuon NG PUOLKAG TIAPAAAOKTIKOTNTOC TOU OXeTI{eTaL ME
petaypadlkn puBULON KaL amoKpLon tTN¢ avénong tou ¢putol-mtpotumou, Arabidopsis
thaliana, oto meplBailov, cuvSualoviag TPOCEYYIOELS TTOOOTIKNG YEVETIKAG KoL
YOVISLWHATIKAG PUTWV HE TNV Xprion TAaTdopuwy patvotunnong LeYAaAng KApLaKac.
To 2016, o Xprjoto¢ Mmalakog Eekivnoe TN UETASLOOKTOPLKN TOU £PEUVO OTO TUHA U
tou Prof. Dr. Miltos Tsiantis oto Max Planck Institute for Plant Breeding Research otn
KoAwvia Meppaviag, wg péAog tou Cluster of Excellence on Plant Sciences (CEPLAS). H
epyacia tou adopd tn HEAETN TNG avamTuilaknig BAoNE TNG OyEVOUG avamapaywyng
Tou ¢utwv Tou yévoug Cardamine, xpnollomolwvtag MARB0G TEXVIKWY HOPLAKNAG
YEVETIKNG Onw¢ enegepyaoia yoviduwpatog (genome editing), aAAnAovxnon RNA amno
povadiaio kuttapo (Single-Cell RNA-Seq), xaptoypddnon yovidlakwv TOmwvV
noootikwyv olotAtwyv (QTL mapping) kal HEAETEG YEVETIKAG OUOCXETIONG OF
yovidiwpatikn kAlpaka (Genome-Wide-Association-Studies, GWAS).
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Ano tov lovAlo tou 2018 o Xpriotog Mmaldkog eival SOKLUOG €PELVNTAC OTO
IvotitouTo Mevetikng BeAtiwong kat QutoyeveTikwy NOpwy, PE YVWOTIKO OVTIKELEVO
TN ‘Tevetikr) BeAtiwon GuAloBoAwv AévdpwV’ kat amo tov Zenmtepufplo tou 2021 sival
Guest Scientist oto tuiua tou Prof. Dr. Miltos Tsiantis oto Max Planck Institute for
Plant Breeding Research otn KoAwvia Meppaviag.

+ Epeuvnuika evdiadépovra

o Tlovibliwpatiki dutwy, Tpavokputtopikry, AAAnAoUuxnon RNA amndé povadiaio
kUttapo (Single-Cell RNASeq)

e [lOOOTIKNA YEVETLKN

o [MAatdpopueg davotumnong LEYAANG KALHaKG

e Emloyn BonBolpevn pe poplakoug deikteg (Marker-Assisted-Selection
(MAS)) kot MeAéteg levetikng Zuoxétiong MeyaAng KAipakag (GWAS)

e Tevetikn Mnyavikni kat Emeepyaoia Novidiwpartog (CRISPR-Cas9)

e AvayvwpLon YeVETIKAG Tautotntag pe xprion DNA (DNA fingerprinting)
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Dr Christos Bazakos
Researcher in Deciduous-Fruit-Tree Breeding

Christos Bazakos obtained his Bachelor degree on Agriculture, in 2005, from the
School of Agriculture of Aristotle University of Thessaloniki, Greece. In the frame of
his Master of Science (MSc) studies, Christos’ focused on enriching his knowledge on
plant genetics and plant molecular biology and he obtained his MSc degree, in 2007,
from the department of Horticultural Genetics and Biotechnology of Mediterranean
Agronomic Institute at Chania (M.A.I.Ch), Greece.

Christos Bazakos carried out his PhD thesis at M.A.l.Ch under the supervision of Dr.
Panagiotis Kalaitzis and he obtained his PhD degree from the School of Agriculture
(Dept. of Plant Sciences) of Aristotle University Thessaloniki (AUTh), Greece (2012).
His PhD dissertation is entitled “High-throughput gene expression study on the
molecular response of olive tree (Olea europaea) under NaCl stress”. Specifically,
Christos used two comparative transcriptomic approaches (microarray and high-
throughput RNA sequencing) as the tools to unravel gene regulatory networks
underlying salinity response in olive trees by simulating as much as possible olive
growing conditions in the field.

After the end of his doctoral studies, Christos Bazakos worked as a postdoctoral
researcher to the lab of Dr. Olivier Loudet (Institut Jean-Pierre Bourgin, INRA —
Versailles, France) from 2012 to 2016. Christos’ project was to apply genome-wide
guantitative molecular genetics to both, a very integrative and classical quantitative
trait (growth in interaction with the environment) and a molecular trait a priori more
directly linked to the source of variation (gene expression under cis-regulation) in both
cases studied in interaction with mild drought stress in the model-plant Arabidopsis
thaliana.

In 2016, Christos Bazakos moved to Germany to work as a post-doctoral researcher
on plant developmental genetics at Max Planck Institute for Plant Breeding Research
in Cologne in the group of Prof. Dr. Miltos Tsiantis., as member of the Cluster of
Excellence on Plant Sciences (CEPLAS). His research work uses molecular biology,
single-cell expression, genome editing approaches, biological imaging methodologies
and genome wide association studies to understand the developmental nature and
origin for asexual reproduction in the genus of Cardamine and to study the genetic
basis for this phenomenon.
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Since July 2018, Christos is an independent researcher in Tree Breeding and Genomics,
at the Institute of Plant Breeding and Genetic Resources, HAO (Thessaloniki, Greece)
and since September 2021 is a guest scientist in Max Planck Institute for Plant
Breeding Research in Cologne in the group of Prof. Dr. Miltos Tsiantis.

+ Research Interests

Plant Genomics, Transcriptomics, Single-Cell Expression

Quantitative genetics

High-throughput phenotyping platforms

Marker-Assisted-Selection (MAS) and Genome-Wide-Association-Studies
(GWAS)

Genetic engineering and Genome editing (CRISPR-Cas9)

DNA fingerprinting
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